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1
PRI 24-DEC-2010
wRHA.

1170 bp RNA linear
Homo sapiens wmyoglobhin (MB), transcript wvariant 2,
NI 203377

NI_203377.1 GIL:44955884
Homwo sapiens

Horo sapiens
Eukaryota; Metazoa:

(human)

Chordata; Craniata; Vertebrata; Euteleostomi:
Marmmalia; Eutheria; Euarchontoglires; Primates; Haplorrhini:
Catarrhini; Hominidae; Homo.

EEVIEWED REF3EQ: Thisz record has heen curated by NCBEI staff. The
reference sequence was derived from CB140524.1, EQIS6032.1 and
BCO14547.1.

Thiz sequence iz a reference standard in the BeffegGene project.

Suwmrary: This gene encodes a wewber of the globin superfamily and
is expressed in skeletal and cardiac muscles. The encoded protein
is & haemoprotein contributing to intracellular oxygen storage and
transcellular facilitated diffusion of oxygen. it least three
alternatively spliced transcript variants encoding the same protein
have heen reported. [provided by Ref3eq].

Transcript Variantc: This wvariant (2) differs in the 5' UTR compared
to wariant 1. All three wvariants encode the same protein.

Location/Qualifiers
1..1170

forganism="Homo sSapiens"
fmol_type="mRNA"
fdb_xref="taxon:Se06"
fehromosome="22"
frap="22q13.1"

1..1170

fogene="HE"

fgene synonym="MGC13548; FULLB"
fnote="myoglobin®™
fdb_xref="GeneID:4151"
/db_xref="HGNC: 6915
fdb_xref="HPRD:01170"
fdb_xref="MIN:160000"

1..164

/gene="ME"
/gene_synanym="HGC13548; PVRLE"™
Jinference="alignment:Splign"
Fnunber=1

173..837

/gene="ME"
/gene_synanym="HGC13548; PVRLE"™
feodon_start=1
fproduct="myoylobin"
fpra:eln_1d="NP o976311.1"

[|I1'JI‘I|‘\ 0 NDIvJ ‘mu'p}
Ffdlb_xref="GI:44955885"

b xref="CCDE:CCDE13917. 1"

/translation GLIDGEWQLVLNVWGKVEAD IPGHGOEVLIRLFEGHPETLEKF
DEFKHLKIEDEMEAZEDLKKHGATVL TALGGILKKKGHHEAE IKFLAQIHATEHEIFY
EYLEFISECIIQVLOSEHPGDFGADAQGANNKALELFREDMASNYEELGF QG
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mydglobin [Homo sapiens]
0'Y"OND M erence Sequence: NP_S7E311.1
NIIPTINN 201 LN TUN T TIP | |
= LoCUs Np_S78311 154 aa linear PRI 24-DEC-Z010
T ——— DEFINITION myoglobin [Homo sapiena].
nlpnl (]x"m IJ'('J ']!i) AN ACCESSTON NP_S976311
VERIION Np_9786311.1 GI:44955855
DESOURCE REFSEQ: accession WM 203377.1
EETUORDS .
:'||pn — SOURCE Homo sapiens (human)
1 QORGANISH Homwo sapiens
‘]Y’\ﬂnlp‘]l]ﬂnwni i Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomis
Mammalis; Eutheria; Euarchontoglires; Primates; Haplorrhini:
Catarrhini; Hominidae; Homo.
COMMENT REVIEWED BREFZEQ: This record has heen curated by NCBI staff. The
reference sequence was derived from CBE140524.1, BQ956052.1 and
ECO14547.1.
This segquence is a reference standard in the Reffegbene project.
Surmary: This gene encodes a member of the globin superfamily and
is expressed in skeletal and cardiac muscles. The encoded protein
is & haemoprotein contributing to intracellular oxygen storage and
transcellular facilitated diffusion of oxygen. At least three
alternatively spliced transcript wvariants encoding the same protein
hawve been reported. [provided by BefSeq].
Transcript Variant: This wariant (2) differ= in the 5' UTE compared
to wariant 1. All three wariants encode the ssmwe protein.
r'!']:[ DIvN YYOND FEATURES Location/Qualifiers
source 1..154
Jorganism="Homo sapiens'
Jdi_xref="taxoniJe06"
/chromosome="22"
fmap="zZgl3. 1"
:||:|,I]]'| Protein 1..154
o ||1I]nﬂ ']"IlN /product="myoglobin"
Jealeulated wol_we=17053
i Begion 4..143
) " y TITI Jregion name="globin™
"Tlpgn nrun ‘JU] ||J'Jﬂ]|]"||7 X /note="alobins are heme proteins, which bind and transport
oxygen. This family sumarizes a diverse set of homologous
protein domains, including: (1) tetrameric vertebhrate
hemoglobhins, which are the major protein component of
erythrocytes and transport oxygen...; cd0l040"
Jdb_xref="CDD:zo979"
NN Site order [30,40,43. .44, 65, 68,93..94, 105, 108, 139)
N'TIPON N'WA NIV 1PDN NINDIN /site_type=rother”
/noce="heme-binding sice”
Adb_xref="CDD:29979"
Site 111
/eite type="modified™
/experiment="experimental evidence, no additional details
recorded"”
/note="nitration site”
Jeitation=[6]
(9] 1..154
/gene="NE"
/geneisynonwmﬂ'}mclasw: PWALE"™
Jeoded by="NM_203377.1:173..637"
Jdb_xref="HGNC: 69157
Adb_xref="HPRD:D1170"
/[ih_erf="I‘IIM:1EDDDD"
gy ORIGIN
||3‘J'ﬂn (]!r] [V ) 1 mglsdgewgl vinvwglkvea dipghggevl irlfkghpet lekfdkfkhl ksedemkase
61 dlkkhgatvl talggilkkk ghheasikpl agshatkhki pvkyvlefise ciicgwlgskh
121 pgdfgadagqy amnkalelfr kdmasnykel gfogg
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