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Literature

The YWorld's largest repository of medical and
scientific abstracks, full-text articles, books and
reports

Bookshel f

Books and reports

MeSH
ontology wied for PubMed indexing

MLIM Catalog
Eooks, journals and more in the ML
Collections

Pubhled

Scientific and medical abstracks/citations

PubMed Central

Full-text journal articles

Genomes

Genome sequence assemblies, large-scale
functional genomics data, and source biological
samples

Genes

Gene sequences and annotations used as
references for the study of orthologs structure,
expression, and evolution

Gene
Collected information about gene o

GED DataSets

Functional genamics studies

GEQ Profiles

Gene expression and molecular abundance
profiles

HomoloGene

Homologouws genes sets for selected organisms

PopSet
Sequence sets from phylogenetic and
population studies

Genetics

Heritable DA variations, assodations with
human pathologies, and clinical diagnostics
and treatments

Assembly Clinvar
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Sequence-based probes and primers
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High-throughput sequence reads

IMedGen

Medical genetics literature and links

OMIr

Cinline mendelian inheritance in man

Proteins

Protein sequences, 3-D structures, and tools for
the study of functional protein darmains and
active sites

Conser
Conservy
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Protein
Protein sequences

Protein Clusters
Sequence similarity-based protein clusters

Sparcle
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Structure
Experimentally-determined biomolecular
structures

Chemicals

Repository of chemical infarmation, molecular
pathweayws, and tools for bioadivity screening

BioSystems
Molecular pathweays with links to genes,
prateins and chericals

PubChem BioAssay
Bioactivity screening studies

PubChem Compound
Chemical information with structures,
information and links
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Deposited substance and chemical infarmation
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BV Homho sapiens myoglobin (VIB), transcript variant 2, mRNA
;‘;}“‘ £ Jealocil) Jsha cd ) a8 —\- ilBgforonce Seguence: NM_203377 1

N ILDC'DS "NK_ZDSS’77 1170 bp mRNA lia=ar PRI EQ-DEC—ZOIDI
B S DEFINITION Homd saplens myoglobln (NE|, Transcript variaat 2, wRNA.
- - . ACCESSION NN_203377
o haa g Judeil jual Ciua g VERSION NK_203377.1 GI1:44955884
KEYUORDS .
'.)’ Hi“ — S OURCE Homo sapien= (hucsn)
= ORGANISN Homo sapiens
S Loal) dle :\si (5;“‘ ‘.J_‘m‘ Fukaryota; Netazoa; Chocdata; Craniata; Uertebrata; Euteleostomi;
¥amwalia; Eutheris: Evarchontoglires: Primates; Haplorrhini)
Catarrhini: Hominidas=; Homo.
CONNEINT REVIEWED AEFS5X0: This record has been curated by NCEBI start. The
refereace sequence vas derived from CB140324.1, BQ0256032.1 =nd
BCD14547.1.
This =equence is = cefecence staadard in the B=f3eqGen= project.

Summmry: This gene encode= a member of the globin superfamily and
is expressed in 3keletal and cardiac nmacles. The encoded protelin
is a hasmwoprotein contributing to intracellular oxygen atorage and
transcellular facilictsted dirfusion of oxygern. At least three
alternatively spliced Transcript variants encoding the Samws protein
have been cepocted. [provided by RefSeq].

Tecan=cript Variant: This vaciant (2| differ= in the= 5' UTR compared
‘.’suu ) ':I’I To veriant 1. &1l three v&riants encode the sawe protein.
FEATURES Location/Qualifiers

M’ source 1..1170

forgani=sm=~Homo =apiens”

Jreol_cypo- "wTHA™

Jdb_xrerf="taxon:SE06"

/chromoscme="22"

froap="22¢13. 1"

1oy ————————gene 1..1170

y i ) /ge=ne-"HE"

dan) g Csaad) KPXES /gene_synonym="NGC13548: FVALE"
/aote="zyoglcbin®

/db_xrer="HPRD
fdb_ xcef="NIN:1

-! gy ——Exon 1..164
S gene=rHB"

O5aSY) 3 gas /oene svnonvis="NGC13548: PVALE"

)

/Uene_aynouym="Ooll1Iogs; FVALET
/inference="aligrment:Splign®

CDS(Coding sequenece) - g
: - /g=ne="NE"
SAdal) Jedadl) 3gas /uene_synonyn="NGC13548; FVALE"

/codon_start=1
/producc="myoglobin”
/protean_id="NP_S76311.1"
{db_xref="GIL:499558585"
fdb_xeef="CCDS
{d_xrel="Genel
Jdb_xrer="HGNC
/db_xcef="HPR
fdb_xret="0IN
/translation="NGLZDGEVQLVLNVUGRVEADIPGHGREVL IRLFKGHPE TLEXF
TKFFKELESEDENFASEDLKKHGATVLTALGGILKXKGHRE AEIKPLAOSHATKHRI PV
XYLEFISECTIQVLQBRHPGDFGADAQGAMNKALEL FRRI NASNYRELGFQG"

ORIGIN

-

gageatging gootggtect ttgctaggta chgtagagen gotgagagay tgagggygan
mMmRNA d‘ M €1 ggact ttag t tctt gangcagaga ctotgaagoc agactacctg
121 gytocecaate TEQUQCLLY CLRICLCOCCCY CLUTOULORCt CUOUactycy CCAtgouQct
1681 cagcgacggyg gaatggoagt tggtgotgan cgtotggggg aaggtggagg ctgacatccc
241 agECCATtgYY CAJURAJLCC LOAUCRQOCT CLLLARJUQT CACCCRQAJAR CLOTOIAgEan

301 gtttgacaag t g gaagtcaga ggacgagatg asggogtctg aggacttaaa
361 gRagCAtgUt QCCARCCOLUC TCACCYCCCt QUUtOUCRIC CLLAAYAAJR BJYUOCRTCA
421 tgaggcagag att tag gtc gcatgocoacc aagcacaaga tccccgtgaa

481 QUACCULEQRY UCCALCULCQY RRLYCKRLCAT CCAQUILUCLY CRUAYCARJC ALCCCUYUQR
S41 ctteogytget gatgeccagg gggocetgas caaggocetg gegotgttce ggasggacat
601 gUecrocaas LACRAUUAUC TUQUCUICCR QUUCTAgUce CCLyecgCLe CCacccocac
661 ceatctagge coogggttea agagagegey ggytctgete tegtgtagoe atatagagtt
T21 TYCCLOTQay TUUCTQOUIT QUICAQUAYR QUTUQUCRUD KUURUCTUSY QUUCTOUugc
81 tguootettg aagttggett tgocatgecca geygatgogec tecctgtggy atgtocateac
341 CCTLOUYRACC QUURULYYCC CTIGYCTCar CYUYLLCTEe KTQYLILYYR COTGAATTAaAR
901 tLgUocotinc toctanatec caaccganct Cottccaact tecaaactgy ctygtaacece
961 aaatcoaage cattaactac acctgacagt agoaattgtc tgattaatoa ctggooocott
1021 gasgacagca geatgtcect LLYCARTOay JARYYApatet QUUetgguey goccagetgy
1081 ggaagoattt gactatctgg aamcttgtgtg tgoctootca ggtatggoag tgactoacch
1141 gUTCLtRata ABACRBCCLY CRACATCLCA
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mydglobin [Homo sapiens]

1< jiaa
ok % » gl g NC erence Sequence: NP_976311.1
£ £ oy Jeauludl) Joha cdlatl) 38
I 1
» i - LoCUs NP_976311 159 aa linear PRI 24-DEC-2010
S8 R el DEFINITION nyoglobin [Howo sapiens].
- B 3 ACCESSICN  NP_976311
o yduaa —a -
> < VERIION NP _976311.1 GI:44355085
DBSOURCE REFSEQ: accession NM_203377.1
” 3 KEYWORDS .
g 02 ) HSOURCE Homwo sapiens (human|
Sadosl) dda A3 G;m LSty ORGANISN Homo sapisos
2 Eukaryota: Hetazoan: Chordata: Craniata: Vertebrata: Euteleostowni:
Nammwalia; Eutheria: Iuarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidse; Homo.
CONMEINT REVIEUVED REFSEQ: This record has been curaced bsv NCBI staff. The

BC014547.
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Protein

M:" 35 M: K ‘Lu.\.A’:" j U'ALAa\

— Region

o i

reference ==qu=m:= vas decived from CB140824.1, BQSS6082.1 and

This seguence 13 a reference standerd in the RefSeglene project.

Swmwary: This gene encodes & member of the globin superfamily snd
i expre==ed in skeletal and cardisc muscle=. Th= encoded protein
is a haewoprotein contributing to intracellular oxygen astorage and
tranacellular racilitated diffusion O OXygen. At lesat three
slvernacively spliced transcript verisnts encoding che same protvein
have been reported. [provided by RefSeq].

Transcript Variant: This veriant (2| differs in the §' UTR compared
to variant 1. All thres Variants encode the sswe protein.

Location/Qualifiers

1..154

forganisw="Homa sapiens"

/db_xref="taxon:Sc0e™

/ehromoscme=r22"

/mwap="22q13.1"

1..154

/productc="wmyoglonin"

Jealculated mol_wr=17053

4143

fregion_newe="globin"

/note="(lobina are heme proteina, which bind and trenaport
oxpgen. This family swmearizes a diverse set oI homologous
protein dorains, including: (1) cetraweric vertebrate
heroglobins, which are the mmajor protein compon=nt of
erythrocytes and transport oxygen...: cd01040"
/db_xref="CDD:23379"

order |30,40,43..94,65,68,93..94,105,108,139|
/sive_cype="other"

/note="heme-binding site”

fdb_xref="CPD:23375"

111

cog

Sl
gl Jualeds

ORIGIN

6
12

-

b

-

lolaally

/site_type="modified”

/exper iment="experirencal evidence,
recorded"”

/note="nitration site®
/eitation=(§)

1..154

/gen=="NB"

fgene _synonmre"NGC13548: PVALB®
/eoded | Dy="NN_203377.1:173..637"
/db Xref="ccD3
/db xcef="Gen=10
fd_xref="BGNC
/do_xref="HPRD
/@ _xref="NIN:

no additional detalls

170"
jooo"

icrlfkghpet lekfdkfkhl ksede=nkase
agshatkhka pvkylefise ciiqvlgskh
araqu

1 mglsdgeuqgl vinvugkvea dipghggevl
1 dlxkhgatvl talggilikkk ghheacikpl
1 pgdrgadaqy sxmkalelfr kdmasnykel

«asdl e oo Ladei Entrez sl diak saclusy il el d L8 Gl e £aliLY) sall sda b L%

Aileall L gl gl il shaall DAl g e el Jilas

S g ) gaiaind O el clgllesial e %l 5 31091 HLEAY (5 e 20 At



